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RAW SEQUENCE LISTING DATE: 02/28/2002 

PATENT APPLICATION: US/10/04 6 , 93 8 TIME: 10:24:52 

Input Set : N:\Crf3\RULE60\10046938.raw.txt 
Output Set: N:\CRF3\02282002\J04693 8.raw 

1 :110 » APPLICANT: MITTAL, SURESH K. 

2 GRAHAM , FRANK L. 

3 PREVIC, LUDVIK 

4 BABIUK, LORNE A. 

5 -:120- TITLE OF INVENTION: MAMMALIAN CELL LINES EXPRESSING BOVINE ADENOVIRUS FUNCTIONS 

6 *:130-- FILE REFERENCE: 293102002102 

7 .;140-- CURRENT APPLICATION NUMBER: 10/046,938 

8 -:141> CURRENT FILING DATE: 2002-01-14 

10 -150 • PRIOR APPLICATION NUMBER: EARLIER APPLICATION NUMBER: 09/435,242 
W--> 11 <151> PRIOR FILING DATE: EARLIER FILING DATE: 1999-11-05 

13 • :150-' PRIOR APPLICATION NUMBER: EARLIER APPLICATION NUMBER: 08/815,927 
W--> 14 <151> PRIOR FILING DATE: EARLIER FILING DATE: 1997-03-13 

15 vl50> PRIOR APPLICATION NUMBER: EARLIER APPLICATION NUMBER: 08/164,294 
W--> 16 <151> PRIOR FILING DATE: EARLIER FILING DATE: 1993-12-09 

17 - 160 > NUMBER OF SEQ ID NOS : 34 

18 vi70> SOFTWARE: Patentln Ver. 2.0 

20 -:210> SEQ ID NO: 1 

21 <211> LENGTH: 4060 

22 <212> TYPE: DNA 

23 *:213> ORGANISM: Bovine adenovirus type 3 

24 «.:220> FEATURE: 

25 ^221> NAME/KEY: CDS 

W--> 26 <222> LOCATION: join (606. .1215, 1323.. 1345) 

27 <;400> SEQUENCE: 1 



28 catcatcaat aatctacagt acactgatgg cagcggtcca actgccaatc atttttgcca 60 

29 cgtcatttat gacgcaaoga cggcgagcgt ggcgtgctga cgtaactgtg gggcggagcg 120 

30 cgtcgcggag gcggcggcgc tgggcggggc tgagggcggc gggggcggcg cgcggggcgg 180 

31 cgcgcggggc ggggcgaggg gcggagttcc gcacccgcta cgtcattttc agacattttt 240 

32 tagcaaattt gcgccttttg caagcatttt tctcacattt caggtattta gagggcggat 300 

33 ttttggtgtt cgtacttccg tgtcacatag ttcactgtca atcttcatta cggcttagac 360 

34 aaattttcgg cgtcttttcc gggtttatgt ccccggtcac ctttatgact gtgtgaaaca 420 

35 cacctgccca ttgtttaocc ttggtcagtt ttttcgtctc ctagggtggg aacatcaaga 480 

36 acaaatttgc cgagtaattg tgcacctttt tccgcgttag gactgcgttt cacacgtaga 540 

37 cagacttttt ctcattttct cacactccgt cgtccgcttc agagctctgc gtcttcgctg 600 

38 ccacc atg aag tac ctg gtc etc gtt etc aac qao ggc atg agt cga att 650 
W--> 39 Met Lys Tyr Leu Val Leu Val Leu Asn Asp Gly Met Ser Arg lie 

4 0 1 5 10 15 

41 qaa aaa get etc efg tge age gat ggt gag gtg gat tta gag tgt cat 698 

4 2 Glu Lys Ala Leu Leu Cys Ser Asp Gly Glu Val Asp Leu Glu Cys His 

4 3 2 0 2 5 3 0 

4 4 aag gta eft ece cct tct cec qcg cet gtc ccc get tct gtg tea ecc 7 4 6 

45 Glu Val Leu Pro Pro Ser Pro Ala Pro Val Pro Ala Ser Val Ser Pro 

4 6 3 5 4 0 4 5 
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96 qgacaatttg gagcagctca tagctatgca tgctaaaatc aagctgctgc ccggtcggga 2175 

9' 1 gtatgagttg actcaacctt tgaacataac atcttgcgcc tatgtgctcg gaaatggggc 2235 

98 tactattagg gtaacagggg aagcctcccc ggctattaga gtgggggcca tggccgtggg 2295 

9'* tccgtgtgta acaggaatga ctggggtgac ttttgtgaat tgtaggtttg agagagagtc 23 55 

lnO aacaattagg gggtccctga tacgagcttc aactcacgtg ctgtttcatg gctgttattt 2415 

lol tatgggaatt atgggcactt gtattgaggt gggggcggga gcttacattc ggggttgtga 2475 

Ki2 gtttgtgggc tgttaccggg gaatctgttc tacttctaac agagatatta aggtgaggca 2 535 

10 3 gtgcaacttt gacaaatgct tactgggtat tacttgtaag ggggactatc gtctttcggg 2 595 

104 aaatgtgtgt tctgagactt tctgctttgc tcatttagag ggagagggtt tggttaaaaa 2 655 

105 caacacagtc aagtccccta gtcgctggac cagcgagtct ggcttttcca tgataacttg 2715 
l()h tgcagacggc agggttacgc ctttgggttc cctccacatt gtgggcaacc gttgtaggcg 2 77 5 

107 ttggccaacc atgcagggga atgtgtttat catgtctaaa ctgtatctgg gcaacagaat 2 83 5 

108 agggactgta gccctgcccc agtgtgcttt ctacaagtcc ageatttgtt tggaggagag 2895 

109 ggcgaoaaac aagctggtct tggcttgtgc ttttgagaat aatgtactgg tgtacaaagt 2955 

110 gctgagacgg gagagtccct caaccgtgaa aatgtgtgtt tgtgggactt ctcattatgc 3015 

111 aaagcctttg acactggcaa ttatttcttc agatattcgg gctaatcgat acatgtacac 307 5 

112 Lgtggactca acagagttca cttctgacga ggattaaaag tgggcggggc caagaggggt 3135 

113 ataaataggt ggggaggttg aggggagccg tagtttctgt ttttcccaga ctggggggga 3195 

114 caacatggcc gaggaagggc gcatttatgt gccttatgta actgcccgcc tgcccaagtg 3 255 

115 gtcgggttcg gtgcaggata agacgggctc gaacatgttg gggggtgtgg tactccctcc 3315 

116 raattcacag gcgcaccgga cggagaccgt gggcactgag gccaccagag acaacctgca 3 375 

117 cgccgaggga gcgcgtcgtc ctgaggatca gacgccctac atgatcttgg tggaggactc 34 3 5 

118 tctgggaggt ttgaagaggc gaatggactt gctgqaagaa tctaatcagc agctgctggc 34 95 

119 aactctcaac cgtctccgta caggactcgc tgcctatgtg caggctaacc ttgtgggcgg 3 55 5 

120 ecaagttaac ccctttgttt aaataaaaat acactcatac agtttattat gctgtcaata 3615 

121 aaattcttta tttttcctgt gataataccg tgtccagcgt gctctgtcaa taagggtcct 3675 

122 atgcatoctg agaagggcct catataccca tggcatgaat attaagatac atgggcataa 3 735 

123 ggccctcaga agggttgagg tagagccact gcagactttc gtggggaggt aaggtgttgt 3 79 5 

124 aaataatcca gteatactga ctgtgctggg ogtggaagga aaagatgtct tttagaagaa 3 855 

125 gggtgattgg caaagggagg ctcttagtgt aggtattgat aaatctgttc agttgggagg 3915 

126 gatgcattcg ggggctaata aggtggagtt tagcctgaat cttaaggttg gcaatgttgc 3975 

127 cccctaggtc tttgcgagga ttcatgttgt gcagtaccac aaaaacagag tagcctgtgc 4035 

128 atttggggaa tttatcatga agctt 4060 



13C «:210> SEQ ID NO: 2 

13 1. v211> LENGTH: 2 11 

132 -:212> TYPE: PRT 

133 <213> ORGANISM: Bovine adenovirus type 3 

134 v400:> SEQUENCE : 2 



135 Met Lys Tyr Leu Val Leu Val Leu Asn Asp Gly Met Ser Arg He Glu 

1 3 1. 1 5 10 15 

13" 7 Lys A La Leu Leu Cys Ser Asp GLy Glu Val Asp Leu Glu Cys His Glu 

1 38 20 25 30 

13 ( * Val Leu Pro Pro Ser Pro Ala Pro Val Pro Ala Ser Val Ser Pro Val 

140 35 40 45 

14 1 Arg Ser Pro Pro Pro Leu Ser Pro Val Phe Pro Pro Ser Pro Pro Ala 

142 50 55 60 

14. s Pro Leu Val Asn Pro Glu Ala Ser Ser Leu Leu Gin Gin Tyr Arg Arq 

144 65 70 75 80 

145 Glu Leu Leu Glu Arg Ser Leu Leu Arg Thr Ala Glu Gly Gin Gin Arq 
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146 85 90 95 

14 ~t Ala Val Cys Pro Cys Glu Arg Leu Pro Val Glu Glu Asp Glu Cys Leu 

148 100 105 110 

149 Asn Ala Val Asn Leu Leu Phe Pro Asp Pro Trp Leu Asn Ala Ala Glu 

150 115 120 125 

15 1. Asn Gly Gly Asp lie Phe Lys Ser Pro Ala Met Ser Pro Glu Pro Trp 
152 130 135 140 

15 3 lie Asp Leu Ser Ser Tyr Asp Ser Asp Val Glu Glu Val Thr Ser His 

154 145 150 155 L60 

155 phe Phe Leu Asp Cys Pro Glu Asp Pro Ser Arg Glu Cys Ser Ser Cys 
15*) 165 170 175 

15 7 Gly Phe His Gin Ala Gin Ser Gly He Pro Gly He Met Cys Ser Leu 

158 180 185 190 

159 Cys Tyr Met Arg Gin Thr Tyr His Cys He Tyr Ser Pro Val Ser Glu 

160 195 200 205 

161 Glu Glu Met 

162 210 



164 <:210:-> SEQ ID NO: 3 

165 LENGTH: 4060 
16b <J12> TYPE: DNA 

167 <J13> ORGANISM: Bovine adenovirus type 3 

168 «:J20> FEATURE: 

16'* <-221> NAME/KEY: CDS 

17u <222> LOCATION: ( 14 7 6 ) . . ( 1 94 6 ) 

17.1 <..4 0 0> SEQUENCE. 3 



172 catcatcaat aatctacagt acactgatgg cagcggtcca actgccaatc atttttgcca 60 

173 egtcatttat gacgcaacga cggcgagcgt ggcgtgctga cgtaactgtg gggcggagcg 120 

174 ogtcgcggag gcggcggcgc tgggcggggc tgagggcggc gggggcggcg cgcggggcgg 180 

175 ogcgcggggc ggggcgaggg gcggagttcc gcacccgcta cgtcattttc agacattttt 240 

176 tagcaaattt gcgccttttg caagcatttt tctcacattt caggtattta gagggcggat 300 

177 ttttggtgtt cgtacttccg tgtcacatag ttcactgtca atcttcatta cggcttagac 360 

178 aaattttcgg cgtcttttcc gggtttatgt ccccggtcac ctttatgact gtgtgaaaca 420 

179 cacctgccca ttgtttaccc ttggtcagtt ttttcgtctc ctagggtggg aacatcaaga 480 

180 aeaaatttgc cgagtaattg tgcacctttt tccgcgttag gactgcgttt cacacgtaga 540 

181 cagacttttt ctcattttct cacactccgt cgtccgcttc agagctctgc gtcttcgctg 600 

182 ccaccatgaa gtacctggtc ctcgttctca acgacggcat gagtcgaatt gaaaaagctc 660 

183 tcctgtgcag cgatggtgag gtggatttag agtgtcatga ggtacttccc ccttctcccg "?20 

184 cgcctgtccc cgcttctgtg tcacccgtga ggagtcctcc tcctctgtct ccggtgtttc " 7 80 

185 otccgtctcc gccagccccg cttgtgaatc cagaggcgag ttcgctgctg cagcagtatc 840 

186 qgagagagct gttagagagg agcctgctcc gaacggccga aggtcagcag cgtgcagtgt 900 

18 7 gtccatgtga gcggttgccc gtggaagagg atgagtgtct gaatgccgta aatttgctgt 960 

188 ttcctgatcc ctggctaaat gcagctgaaa atgggggtga tatttttaag tctccggcta 1020 

189 tgtctccaga accgtggata gatttgtcta gctacgatag cgatgtagaa gaggtgacta 1080 

190 gtcacttttt tctggattgc cctgaagacc ccagtcggga gtgttcatct tgtgggtttc 1140 
1 Q 1 atcaggctca aagcggaatt ccaggcatta tgtgcagttt gtgctacatg cgccaaacct 1200 

192 accattgcat ctatagtaag tacattctgt aaaagaacat cttggtgatt tctaggtatt 1260 

193 qtttagggat taactgggtg gaqtgatctt aatccqgcat aaccaaatac atgttttcac 1320 

194 aggtccagtt tctgaagagg aaatgtgagt catgttgact ttggcgcgca agaggaaatg 1380 

195 tgagtcatgt tgactttgqc gcqccctacg gtgactttaa agcaatttga gqatcacttt 1440 
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196 tttgttagtc gctataaagt agtcacggag tcttc atg gat cac tta age gtt 1493 

107 Met Asp His Leu Ser Val 

l'*8 1 5 

109 ctt ttg gat ttg aag etg ctt cgc tct ate gta gcg ggg get tea aat 154 1 

2u0 Leu Leu Asp Leu Lys Leu Leu Arg Ser lie Val Ala Gly Ala Ser Asn 

JJ)L 10 15 20 

202 ege act gga gtg tgg aag agg egg ctg tgg ctg gga egc etg act eaa 1589 

20 3 Arg Thr Gly Val Trp Lys Arg Arg Leu Trp Leu Gly Arg Leu Thr Gin 

204 25 30 35 

2u5 etg gtc cat gat acc tgc gta gag aac gag age ata ttt etc aat tct 16 37 

20b Leu VaL His Asp Thr Cys Val Glu Asn Glu Ser lie Phe Leu Asn Ser 

207 40 45 50 

208 ctg cca ggg aat gaa get ttt tta agg ttg ctt egg age ggc tat ttt 1685 
2n9 Leu Pro Gly Asn Glu Ala Phe Leu Arg Leu Leu Arg Ser Gly Tyr Phe 

210 55 60 65 70 

2 11 gaa gtg ttt gac gtg ttt gtg gtg cct gag ctg cat etg gac act ccg 1^33 

212 Glu Val Phe Asp Val Phe Val Val Pro Glu Leu His Leu Asp Thr Pro 

213 75 80 85 

2 14 ggt cga gtg gtc gee get ctt get ctg ctg gtg ttc ate etc aac gat 1781 

215 Gly Arg Val Val Ala Ala Leu Ala Leu Leu Val Phe lie Leu Asn Asp 

2 1.6 90 95 100 

217 tta gac get aat tct get tct tea ggc ttt gat tea ggt ttt etc gtg 1829 

218 Leu Asp Ala Asn Ser Ala Ser Ser Gly Phe Asp Ser Gly Phe Leu Val 
2 1.9 105 110 .115 

220 gac cgt etc tgc gtg ccg eta tgg ctg aag gee agg gcg ttc aag ate 187^ 

221 Asp Arg Leu Cys Val Pro Leu Trp Leu Lys Ala Arg Ala Phe Lys Tie 

222 120 125 130 

223 acc cag age tec agg age act teg cag cct tec teg teg ccc gac aag 102 5 

224 Thr Gin Ser Ser Arg Ser Thr Ser Gin Pro Ser Ser Ser Pro Asp Lys 

225 135 140 145 150 

226 acg acc cag act acc age cag tagaegggga cagcccaccc cgggctagcc 1976 

227 Thr Thr Gin Thr Thr Ser Gin 

228 155 

229 tggaggaggc tgaacagagc ageactegtt tcgagcacat cagttaccga gacgtggtgg 20 3b 

230 atgacttcaa tagatgeeat gatgtttttt atgagaggta cagttttgag gacataaaga 209b 

231 gctacgaggc tttgectgag gacaatttgg agcagctcat agetatgeat gctaaaatca 2 156 

232 agctgctgcc eggtegggag tatgagttga ctcaaccttt gaacataaca tcttgcgcct 221b 

233 atgtgctcgg aaatggggct actattaggg taacagggga agcctccccg gctattagag 227b 

234 tgggggecat ggccgtqggt ccgtgtgtaa caggaatgac tggggtgact tttgtgaatt 233h 

235 gtaggtttga gagagagtca acaattaggg ggtccctgat acgagcttca aotcacgtgc 2 39b 
23b tgtttcatgg ctgttatttt atgggaatta tgggcacttg tattgaggtg ggggegggag 2456 

237 cttacattcg gggttgtgag tttgtgggct gttaccgggg aatctgttct acttctaaca 251b 

238 gagatattaa ggtgaggcag tgcaactttg acaaatgett actgggtatt acttgtaagg 257b 
230 gggactatcg tettteggga aatgtgtgtt ctgagacttt ctgetttget catttagagq 2b3h 
24(i gagagggttt ggttaaaaac aacacagtca agtcccctag tcgctggacc aqcgagtctg 2b9b 
241 gcttttccat gataacttgt geagaeggea gggttacgcc tttgggttcc ctccacattg 2" T 56 
24 2 tgggcaaccg ttgtaggcgt tggccaacca tgcaggggaa tqtgtttatc atgtctaaac 2Hlb 
24 3 tgtatctgqg caacagaata gggactgtag ccctgcccca gtgtgct.tte tacaagtcca 28 7 b 
244 gcatttqttt qqaggaqagq qcgacaaaca agctggtctt ggcttgtgct tttgagaat.a 2 ( '36 
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L:ll M:256 W: Invalid Numeric Header Field, Wrong Prior FILING DATE : YYYY-MM-DD 

L:14 M:256 W: Invalid Numeric Header Field, Wrong Prior FILING DATE : YYYY - MM - DD 

L:16 M:256 W: Invalid Numeric Header Field, Wrong Prior FILING DATE : YYYY-MM-DD 

L:26 M:35i W: Sequence data Name/Key Feature Out - of - Range , SEQ ID#:1, CDS LOCATION : join 

( 606 . . 121 5, 1323 . . 1 34 5 ) 

L:39 M:351 W: Sequence data Name/Key Feature Out - of - Range , SEQ ID# : 1, CDS LOCATION : 0 606 
L:79 M:361 W: Invalid Split Codon , Sequence data for SEQ ID# : 1 

L:19bl M;220 C: Keyword misspelled or invalid format, -:213> ORGANISM for SEQ ID# : 30 
L:19b3 M:257 W: Feature value mis-spelled or invalid, c221> Name/Key for SEQ ID# : 30 
L:1 ( H)7 M:341 W: (46) " n " or "Xaa" used, for SEQ ID* : 30 
L:1M69 M;341 W: (46) "n" or "Xaa" used, for SEQ ID# : 30 

L;1977 M:257 W: Feature value mis-spelled or invalid, c221> Name/Key for SEQ IDtt : 31 
L:1981 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:31 
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